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DETAILED ACTION 
Continued Examination Under 37 CFR 1.114 

1 . A request for continued examination under 37 CFR 1 .1 14 was filed in this application 
after appeal to the Board of Patent Appeals and Interferences, but prior to a decision on 
the appeal. Since this application is eligible for continued examination under 37 CFR 
1.1 14 and the fee set forth in 37 CFR 1.17(e) has been timely paid, the appeal has been 
withdrawn pursuant to 37 CFR 1.114 and prosecution in this application has been 
reopened pursuant to 37 CFR 1.114. Applicant's submission filed on August 1 , 2007 
has been entered. 

2. Claim 20 is pending. All previous grounds of rejection are withdrawn in view of the 
amendments to claim 20. However, this action contains a new grounds of rejection as 
set forth below. 

New Grounds of Rejection 
Claim Rejections - 35 USC § 112 - New Matter 

3. The following is a quotation of the first paragraph of 35 U.S.C. 112: 

The specification shall contain a written description of the invention, and of the manner and process of 
making and using it, in such full, clear, concise, and exact terms as to enable any person skilled in the 
art to which it pertains, or with which it is most nearly connected, to make and use the same and shall 
set forth the best mode contemplated by the inventor of carrying out his invention. 

Claim 20 is rejected under 35 U.S.C. 112, first paragraph, as failing to comply 
with the written description requirement. The claim(s) contains subject matter which 
was not described in the specification in such a way as to reasonably convey to one 
skilled in the relevant art that the inventor(s), at the time the application was filed, had 
possession of the claimed invention. 
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The specification as originally filed does not appear to provide support for the 
amendment to claim 20 to recite a method comprising the step of comparing the 
expression of "SFRP1 (SEQ ID NO: 15) mRNA" in kidney samples of a mouse before 
and after administration of an agent to determine if said agent modulates expression of 
SEQ ID NO: 15 in the mouse. As broadly written, the claims encompass methods in 
which a mRNA consisting of or comprising SEQ ID NO: 15 is detected in a mouse. 
However, upon further review of the specification, it appears that SEQ ID NO: 15 
constitutes the human SFRP1 mRNA. The mouse SFRP1 mRNA shares only 26.8% 
identity with SEQ ID NO: 15 and thereby is substantially distinct from the human SFRP1 
mRNA of SEQ ID NO: 15 (see the attached sequence alignment). The specification 
does not teach the concept of detecting the human mRNA of SEQ ID NO: 15 in mice 
having lupus. For example, the specification does not teach the generation of transgenic 
mice expressing SEQ ID NO: 15 and the analysis of expression of SEQ ID NO: 15 in 
such transgenic mice to determine if an agent effects the expression of SEQ ID NO: 15. 
The specification (e.g., para [0077]) does teach that the "discovery of the LRG 
expression patterns in SLE/LN-affected animals allows for the screening of agents that 
can modulates LRG expression or LRG activity. The agents may be screened by their 
effects on LRG expression at the mRNA or protein level, or by their effect on the activity 
of the LRG product. " However, the specification exemplifies only methods in which the 
expression levels of mouse mRNAs are analyzed in SLE-affected mice using an 
Affymetrix gene chip array (pages 65-66). Human orthologs of mouse genes 
differentially expressed in SLE-affected mice were identified using HomoloGene (page 



Application/Control Number: 10/786,720 Page 4 

Art Unit: 1634 

69). The specification (pages 18, 19, 21 and Table 1) indicates that the methods which 
detect lupus-related genes (LRGs) are intended to include the detection of mutants, 
isoforms and alternatively spliced variants of the LRGs. However, the specification does 
not appear to provide a sequence of the mouse SFRP1 mRNA that is overexpressed in 
SLE-affected mice. Accordingly, it does not appear that the specification as originally 
filed provides basis for the particular embodiment of a method of administering an agent 
to a mouse with lupus and comparing the expression of a mRNA comprising SEQ ID 
NO: 15 before and after said administration in order to determine if the agent modulates 
expression of SEQ ID NO: 15 in the mouse. 

Any inquiry concerning this communication or earlier communications from the 
examiner should be directed to Carla Myers whose telephone number is 571-272-0747. 
The examiner can normally be reached on Monday-Thursday (6:30-5:00). 

If attempts to reach the examiner by telephone are unsuccessful, the examiner's 
supervisor, Ram Shukla can be reached on 571-272-0782. The fax phone number for 
the organization where this application or proceeding is assigned is 571-273-8300. 
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Information regarding the status of an application may be obtained from the 
Patent Application Information Retrieval (PAIR) system. Status information for 
published applications may be obtained from either Private PAIR or Public PAIR. 
Status information for unpublished applications is available through Private PAIR only. 
For more information about the PAIR system, see http://pair-direct.uspto.gov. Should 
you have questions on access to the Private PAIR system, contact the Electronic 
Business Center (EBC) at 866-217-9197 (toll-free). If you would like assistance from a 
USPTO Customer Service Representative or access to the automated information 
system, call 800-786-9199 (IN USA OR CANADA) or 571-272-1000. 
/Carla Myers/ 

Primary Examiner, Art Unit 1634 
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< ! — Start Fragment — >BC094662 



LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 



CONSRTM 
TITLE 

JOURNAL 
PUBMED 
REFERENCE 
CONSRTM 
TITLE 
JOURNAL 

REMARK 
COMMENT 



BC094662 4375 bp mRNA linear ROD ll-AUG-2006 

Mus musculus secreted f rizzled-related sequence protein 1, mRNA 
(cDNA clone MGC:102081 IMAGE : 303 6321 9 ) , complete cds . 
BC094 662 

BC0 94 662 .1 GI : 631022 34 
MGC . 

Mus musculus (house mouse) 
Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Euarchontoglires ; Glires; Rodentia; 
Sciurognathi; Muroidea; Muridae; Murinae; Mus. 

1 (bases 1 to 4375) 

Strausberg,R.L. , Feingold, E . A . , Grouse, L. H. , Derge, J.G. , 
Klausner,R.D. , Collins, F. S . , Wagner, L., Shenmen, C . M . , Schuler , G . D . , 
Altschul,S.F., Zeeberg,B., Buetow,K.H., Schaef er , C . F. , Bhat,N.K., 
Hopkins, R. F. , Jordan, H., Moore, T., Max,S.I., Wang, J., Hsieh,F., 
Diatchenko, L. , Marusina,K., Farmer, A. A., Rubin, G.M., Hong,L., 
Stapleton,M. , Soares,M.B., Bonaldo, M . F . , Casavant , T . L . , 
Scheetz, T.E. , Brownstein, M . J . , Usdin,T.B., Toshiyuki, S . , 
Carninci,P., Prange,C, Raha,S.S., Loquellano, N . A. , Peters, G. J., 
Abramson,R.D. , Mullahy, S . J . , Bosak,S.A., McEwan,P.J., 
McKernan, K. J. , Malek,J.A., Gunaratne , P . H . , Richards ,'S . , 
Worley,K.C, Hale,S., Garcia, A.M., Gay, L.J. , Hulyk,S.W., 
Villalon, D.K. , Muzny, D . M. , Sodergren, E . J. , Lu,X., Gibbs,R.A., 
Fahey,J., Helton, E., Ketteman,M., Madan,A., Rodrigues, S . , 
Sanchez, A., Whiting, M., Madan,A., Young, A. C, Shevchenko, Y . , 
Bouf fard,G.G. , Blakesley, R . W . , Touchman, J. W . , Green, E.D. , 
Dickson, M. C. , Rodriguez , A . C . , Grimwood,J., Schmutz,J., Myers, R.M., 
Butterfield, Y.S. , Krzywinski , M . I . , Skalska,U., Smailus , D . E . , 
Schnerch,A., Schein,J.E., Jones, S.J. and Marra,M.A. 
Mammalian Gene Collection Program Team 

Generation and initial analysis of more than 15,000 full-length 
human and mouse cDNA sequences 

Proc. Natl. Acad. Sci . U.S.A. 99 (26), 16899-16903 (2002) 
12477932 

2 (bases 1 to 4375) 
NIH MGC Project 
Direct Submission 

Submitted ( 06-MAY-2005 ) National Institutes of Health, Mammalian 
Gene Collection (MGC), Bethesda, MD 20892-2590, USA 
NIH-MGC Project URL: http://mgc.nci.nih.gov 
Contact: MGC help desk 
Email : cgapbs-r@mail . nih . gov 

Tissue Procurement: Dr. Jim Lin, University of Iowa 

cDNA Library Preparation: M. Bento Soares, University of Iowa 

cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 

DNA Sequencing by: Sequencing Group at the Stanford Human Genome 

Center, Stanford University School of Medicine, Stanford, CA 94305 

Web site: http://www-shgc.stanford.edu 

Contact: (Dickson, Mark) mcd@paxil.stanford.edu 

Dickson, M., Schmutz, J., Grimwood, J., Rodriquez, A., and Myers, 
R. M. 



FEATURES 

source 



Clone distribution: MGC clone distribution information can be found 
through the I.M.A.G.E. Consort ium/LLNL at: http://image.llnl.gov 
Series: IRAK Plate: 195 Row: 1 Column: 16 

This clone was selected for full length sequencing because it 
passed the following selection criteria: matched mRNA gi : 7305480. 

Location/Qualifiers 

1. .4375 



http://es/ScoreAccessWeb/Gem^ 9/17/07 
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/organism="Mus musculus" 
/mol_type="mRNA" 
/strain="C57BL/6" 
/db_xref="taxon: 10090" 
/clone="MGC: 102081 IMAGE : 30363219" 

/tissue_type="Brain, mouse, 13.5,14.5,16.5,17.5 dpc" 

/clone__lib="NIH_BMAP_FY0" 

/lab_host="DH10B" 

/note="Vector : pYX-ASC" 
gene 1 . . 4375 

/gene="Sfrpl" 

/not e=" synonym: sFRP-l" 

/db_xref="GeneID:2 0377" 

/db_xref="MGI : 892014" 
CDS 268. .1212 

/gene="Sfrpl" 

/codon_start=l 

/product="secreted f rizzled-related sequence protein 1" 
/protein_id="AAH94662 . 1" 
/db_xref="GI : 63102235" 
/db_xref-"GeneID: 20377" 
/db_xref="MGI : 892014" 

/translation="MGVGRSARGRGGAASGVLLALAAALLAAGSASEYDYVSFQSDIG 
SYQSGRFYTKPPQCVDIPVDLRLCHNVGYKKMVLPNLLEHETMAEVKQQASSWVPLLN 
KNCHMGTQVFLCSLFAPVCLDRPIYPCRWLCEAVRDSCEPVMQFFGFYWPEMLKCDKF 
PEGDVCIAMTPPNTTEASKPQGTTVCPPCDNELKSEAIIEHLCASEFALRMKIKEVKK 
ENGDKKIVPKKKKPLKLGPIKKKELKRLVLFLKNGADCPCHQLDNLSHNFLIMGRKVK 
SQYLLTAIHKWDKKNKEFKNFMKRMKNHECPTFQSVFK" 

ORIGIN 



Query Match 26.8%; Score 1196.8; DB 6; Length 4375; 

Best Local Similarity 62.0%; Pred. No. 0; 

Matches 2789; Conservative 0; Mismatches 1497; Indels 214; Gaps 48; 



Qy 


38 


CCCGCGCCTTCCTGCTCGCCGCACCTCCGGGAGCCGGGGCGCACCCAGCCCGCAGCGCCG 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II! 1 II 
CCCGCAGCCCGCCGCGCCTCTGCGAGCCGGGACAGCACTCGGCCCCGCGCGCTCCCCGCC 


97 


Db 


19 


78 


Qy 


98 


CCTCCCCGCCCGCGCCGCCTCCGACCGCAGGCCGAGGGCCGCCACTGGCCGGGGGGACCG 
Mill 1 1 1 1 1 1 1 1 1 1 1 1 I || M 1 1 II 1 1 I 1 
CCGCGCCAGCCCCGCCGCGGCGACCTGCTGCAGCGGAGGACCCCATCGATCGGAGACCCG 


157 


Db 


79 


138 


Qy 


158 


GGCAGCAGCTTGCGGCCGCGGAGCCGGGCAACGCTGGGGACTGCGCCTTTTGTCCCCGGA 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 II 1 1 1 II 1 1 1 II 1 II 1 
GGGAGCAGCGCGCAGCCGCCGAGCCGGACGGGGCCCGGCACTGCGCC-TTTGTCCCCGGA 


217 


Db 


139 


197 


Qy 


218 


GGTCCCTGGAAGTTTGCGGCAGGACGCGCGCGGGGAGGCGGCGGAGGCAGCCCCGACGTC 
M M I 1 1 1 1 1 1 1 1 1 || 1 1 1 1 I I I I I I | | | | | | |j| I I I I I I I M 1 1 1 1 1 1 
GGCTCCGGGAAGTTTGCAGCGGGACGCGCGCGTGAAGGCAGCGTGGGCAGCCCCGACGTC 


277 


Db 


198 


257 


Qy 


278 


GCGGAGAACAGGGCGCAGAGCCGGCATGGGCATCGGGCGCAGCGAGGGGGGCCGCCGCGG 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
GCCGAG CAACATGGGCGTCGGGCGCAGCGCGCGGGGTCGCGGCGG 


337 


Db 


258 


302 


Qy 


338 


G GCCCTGGGCGTGCTGCTGGCGCTGGGCGCGGCGCTTCTGGCCGTGGGCTCGGCCAG 

1 Ml 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
GGCCGCCTCGGGAGTGCTGCTGGCGTTGGCCGCCGCTCTGCTGGCCGCGGGTTCGGCCAG 


394 


Db 


303 


362 


Qy 


395 


CGAGTACGACTACGTGAGCTTCCAGTCGGACATCGGCCCGTACCAGAGCGGGCGCTTCTA 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 
CGAGTACGACTACGTGAGCTTCCAGTCCGACATCGGCTCGTATCAGAGCGGGCGCTTCTA 


454 


Db 


363 


422 



http://es/ScoreAccessWeb/GetItem.action?AppId=10786720&seqId=09323b67802a0992&ItemNam... 9/17/07 
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Qy 


455 


CACCAAGCCACCTCAGTGCGTGGACATCCCCGCGGACCTGCGGCTGTGCCACAACGTGGG 
I 1 1 i 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I I I 
CACCAAGCCCCCGCAGTGCGTGGACATCCCGGTGGACCTGAGGCTGTGCCACAACGTGGG 


514 


Db 


423 


482 


Qy 


515 


CTACAAGAAGATGGTGCTGCCCAACCTGCTGGAGCACGAGACCATGGCGGAGGTGAAGCA 
N 1 1 II 1 i 1 II 1 M II 1 II 1 II 1 1 1 1 1 1 I I 1 1 1 1 1 1 | 1 | 1 1 1 1 1 1 1 I 1 1 1 I 1 1 1 1 1 1 1 1 
CTACAAGAAGATGGTGCTGCCCAACCTGCTGGAGCACGAGACCATGGCAGAGGTGAAGCA 


574 


Db 


483 


542 


Qy 


575 


GCAGGCCAGCAGCTGGGTGCCCCTGCTCAACAAGAACTGCCACGCCGGGACCCAGGTCTT 
1 I 1 1 1 1 M 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 
GCAGGCCAGCAGCTGGGTGCCGCTGCTCAACAAGAACTGCCACATGGGCACCCAGGTCTT 


634 


Db 


543 


602 


Qy 


635 


CCTCTGCTCGCTCTTCGCGCCCGTCTGCCTGGACCGGCCCATCTACCCGTGTCGCTGGCT 
MINI 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 I 1 1 1 1 1 1 1 

' ■ i ■ i i i i i i i i i i i i i i i i l l l M l 1 II 1 1 1 1 1 1 1 1 | | | | M | | | 1 | | | 

CCTCTGTTCGCTCTTCGCGCCCGTCTGTCTGGACCGGCCCATCTACCCGTGTCGCTGGCT 


694 


Db 


603 


662 


Qy 


695 


CTGCGAGGCCGTGCGCGACTCGTGCGAGCCGGTCATGCAGTTCTTCGGCTTCTACTGGCC 
1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I I I I I | | | | 1 
CTGCGAGGCCGTGCGCGACTCGTGCGAGCCGGTCATGCAGTTCTTCGGCTTCTACTGGCC 


754 


Db 


663 


722 


Qy 


755 


CGAGATGCTTAAGTGTGACAAGTTCCCGGAGGGGGACGTCTGCATCGCCATGACGCCGCC 
MINIMI II I I || || | | | | 1 || | | | | | | I I I M M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
CGAGATGCTCAAATGTGACAAGTTCCCCGAGGGCGACGTCTGCATCGCCATGACCCCGCC 


814 


Db 


723 


782 


Qy 


815 


CAATGCCACCGAAGCCTCCAAGCCCCAAGGCACAACGGTGTGTCCTCCCTGTGACAACGA 
MM 1 1 1 1 M 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 
CAATACCACGGAAGCCTCTAAGCCCCAAGGTACAACCGTGTGTCCTCCATGCGACAACGA 


874 


Db 


783 


842 


Qy 


875 


GTTGAAATCTGAGGCCATCATTGAACATCTCTGTGCCAGCGAGTTTGCACTGAGGATGAA 
1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 I I I I | | | | | | | | 1 1 | | 1 | 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 | 1 1 1 1 1 1 
GTTGAAGTCAGAGGCCATCATTGAACATCTCTGTGCAAGCGAGTTTGCACTGAGGATGAA 


934 


Db 


843 


902 


Qy 


935 


AATAAAAGAAGTGAAA7VAAGAAAATGGCGACAAGAAGATTGTCCCCAAGAAGAAGAAGCC 
Ml 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 t 1 1 1 II II 
AATCAAAGAAGTGAAGAAGGAAAACGGTGACAAGAAGATTGTCCCCAAGAAGAAGAAACC 


994 


Db 


903 


962 


Qy 


995 


CCTGAAGTTGGGGCCCATCAAGAAGAAGGACCTGAAGAAGCTTGTGCTGTACCTGAAGAA 
1 Mill 1 II 1 1 1 1 1 I I I I I | | | | | | | | | I I | | | | 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

' 1 1 ' i i i i i i i i i i r i i i i i i i i i 1 1 1 1 1 1 I I I I 1 ! i 1 1 1 1 1 1 l 

CTTGAAGCTGGGGCCCATCAAGAAGAAGGAGCTGAAGCGGCTTGTGCTGTTCCTGAAGAA 


1054 


Db 


963 


1022 


Qy 


1055 


TGGGGCTGACTGTCCCTGCCACCAGCTGGACAACCTCAGCCACCACTTCCTCATCATGGG 
II II 1 1 1 1 1 1 M 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
CGGTGCCGACTGTCCCTGCCACCAGCTGGACAACCTCAGCCACAACTTTCTCATCATGGG 


1114 


Db 


1023 


1082 


Qy 


1115 


CCGCAAGGTGAAGAGCCAGTACTTGCTGACGGCCATCCACAAGTGGGACAAGAAAAACAA 

1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I I I I I I I | | | | I I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
* i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i j i 

CCGCAAGGTGAAGAGCCAGTACCTGCTGACAGCCATTCACAAGTGGGACAAGAAAAACAA 


1174 


Db 


1083 


1142 


Qy 


1175 


GGAGTTCAAAT^ACTTCATGAAGAAAATG/VAAAACCATGAGTGCCCCACCTTTCAGTCCGT 

1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 II 
• ■ • • i ■ 1 • i • i i i i i i i * i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i ii 

GGAGTTCAAAAACTTCATGAAGAGAATGAAAAACCACGAGTGTCCCACCTTCCAGTCTGT 


1234 


Db 


1143 


1202 


Qy 


1235 


GTTTAAGTGATTCTCCCGGGGGCAGGGTGGGGAGGGAGCCTCGGGTGGGGTGGGAGCGGG 
1 M 1 1 1 1 1 1 1 1 1 1 II 1 1 1 I 1 1 1 1 1 I 1 1 1 1 1 1 1 I I I I 
TTTTAAGTGATACTGGGGCGGACTGGGGAAGGGGAGTGTGGCTTGGGGTGAGGGTGGGGG 


1294 


Db 


1203 


1262 


Qy 


1295 


GGGGACAGTG-CCCGGGAACCCGTGGTCACACACA CGCACTGCCCTGTCAGTAGTGG 

II 1 1 1 1 1 M 1 1 1 1 1 1 1 II 1 III Ml 1 1 1 1 1 1 1 1 
CGCGTGGATGACCCTGGCTCTTGGGGGCTCACATATTGCTCTCACCCATTACAGTTGTGG 


1350 


Db 


1263 


1322 



http://es/ScoreAccessWeb/GetItem.action?AppId=10786720«feseqId=09323b67802a0992&ItemNam... 9/17/07 
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Qy 


1351 


ACATTGTAATCCAGTCGGCT-TGTTCTTGCAGCATTCCCGCTCCCTTTCCCTCCATAGCC 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 i 1 I I I 
CTTTTGCATTGCACCTGGCTCTGTTCCTACAGCGAACCCTCTCCCTTCCCTCCATAGCCA 


1409 


Db 


1323 


1382 


Qy 


1410 


ACGCTCCAAACCCCAGGGTAGCCATGGCCGGGTAAAGCAAGGGCCATTTAGATTAGGAAG 


1469 


Db 


1383 


1 1 1 1 1 1 1 1 1 1 1 1 III III 
CATCCAGCTAAGGCCACGGCCCTTTAGATTAGGAAGGCTTTTTTTTTTTTTTAAGGGCTG 


1442 


Qy 


1470 


GTTTTTAAGATCCGCAATGTGGAGCAGCAGCCACTGCACAGGAGGAGGT 


1518 


Db 


14 43 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 

CAGCAGGGCCAGCAGGCACGGTGCAAAAGGAGAGGCAGAATCCTTTCACTGAGCCTCGGG 


1502 


Qy 


1519 


GACAAACCATTTCCAACAGCAACACAGCCACTAAAACACAAAAAGGGGGATTGGGCGGAA 
1 M M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 III 
CACAAAAAACAGAAAATGTTGGCCGGTTTGGAAAAACAAAACAAAACGGATTGTAAAGAA 


1578 


Db 


1503 


1562 


Qy 


1579 


AGTGAGA GCCAGCAGCAAAAACTACATTTTGCAACTTGTTGGTGTGGATCTATTGGC 

Ml 1 I 1 1 1 1 1 1 1 1 1 II Ml 
CTGCAGACGGACAGCTGCTCAGCTCAACGTTGTTCGGGACATCATTACCAATTGCTTGTG 


1635 


Db 


1563 


1622 


Qy 


1636 


TGATCTATGCCT-TTCAACTAGAAAATTCTAATGATTGGCAAGTCACGTTGTTTTCAGGT 
1 M 1 1 1 1 1 1 M 1 1 1 1 1 1 III II 1 1 1 1 1 1 1 1 II 1 II 1 1 1 1 I 1 i 
GAGTCTAAGCCTCTACAGGTAGAAGAGTCTGATCATTGCCAAGCCAGGCTGCTTTCAGTT 


1694 


Db 


1623 


1682 


Qy 


1695 


CCAGAGTAGTTTCTTTCTGTCTGCTTTAAATGGA-AACAGACTCATACCACACTTACAAT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 III 
TATTATTAATCCCCCTCTTTCTGCCTTAGATAGACCATCGCCACCTTCAAAACACACACA 


1753 


Db 


1683 


1742 


Qy 


1754 


TAAGGTCAAGCCCAGAAAGTGATAAGTGCAGGGAGGAAAAGTGCAAGTCCATTATCTAAT 

1 1 1 1 1 1 1 1 II II 1 II III j|| 
CACACACACACACACACACACACACACACACACACACACACACACACTTCTGAAAGTAGC 


1813 


Db 


174 3 


1802 


Qy 


1814 


AGTGACAGCAAAGGGACCAGGGGAGAGGCATTGCCTTCTCTGCCCACAGTCTTTCCGTGT 
1 1 1 1 1 III 1 1 1 1 1 1 1 1 1 1 
CAGGGTATCCCAGTATAGAACGGGATAGCTAAGGGTTTGGGTGGGAGGCCACTGCCTACT 


1873 


Db 


1803 


1862 


Qy 


1874 


GATTGTCTTTGAATCTGAATCAGCCAGTCTCAGATGCCCCAAAGTTTCGGTTCCTATGAG 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
CTACCT TCAGCTTTTGAACTGGCCACCTTTGATAGGAAACTGTAGGT 


1933 


Db 


1863 


1909 


Qy 


1934 


CCCGGGGCATGATCTGATCCCCAAGACATGTGGAGGGGCAGCCTGTGCCTGCCTTTGTGT 


1993 


Db 


1910 


Ml II M 1 1 1 III 1 1 1 1 1 1 1 
CTCAGATGGACACTTCTACCAGTCCATCGGGATACAAGGATGCCAGGCAAGGGTCTGCTT 


1969 


Qy 


1994 


CAGAAAAAGGAAACCACAGTGAGCCTGAGAGAGACGGCGATTTTCGGGCTGAGAAGGCAG 

II III M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 
TTGTATGAAGGAGGTACGTGGGCATGAAGAGACATGAGGCATTTCAGGCTGAGAAGCCAA 


2053 


Db 


1970 


2029 


Qy 


2054 


TAGTTTTCAAAACACATAGTTAAAAAAGAAACAAATGAAAAAAATTTTAGAACAGTCCAG 
Ml 1 II Ml III II III I 1 1 1 1 1 1 1 1 1 
CAGCTACTAGTTTTCAACAATAGAGTGGAAGAAATGAGCAAAG GTAGAAATGTCAAG 


2113 


Db 


2030 


2086 


Qy 


2114 


CAAATTGCTAGTCAGGGTGAATTGTGAAATTGGGTGAAGAGCTTAGGATTCTAATCTCAT 
II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 III 1 III 1 
CAGGTCACAAGTCAGGGTGATTGGGGGAATCCTGTGCCAACAGCCTCACTTTGTAATTCC 


2173 


Db 


2087 


2146 


Qy 


2174 


GTTTTTTCCTTTTCACATTTTTAAAAG AACAATGACAAACACCCACTTATTTTTC 

ill 1 1 II 1 1 1 1 II III 1 1 1 1 1 1 II 1 1 1 1 II 
ATCTGTCACATTTCAAAAGAACAGCAGCATAAGACAGGGATAAAAGCCCACATACCCTCC 


2228 


Db 


2147 


2206 


Qy 


2229 


AAGGTTTTA-AAACAGTCTACATTGAGCATTTGAAAGGTGTGCTAGAACAAGGTCTCCTG 


2287 
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Nil It I I I I I I I I I I I I I | | | | | | M | | Ml 

Db 22 07 AAGGCTTGAGTAAAAGTCCACACTCAGCATTTCAAAGACTAAC GTCGTT 2255 

Qy 22 88 ATCCGTCCGAGGCTGCTTCCCAGAGGAGCAGCTCTCCCCAGGCATTTGCCAAGGGAGGCG 234 7 

I I I I I I I M | Ml 

°b 2256 GACTGCCCAAGGCTGCCCTCTTAATACACCG CCTATGCATGTGCTGTGGAAGGC- 2309 

Qy 2 34 8 GATTTCCCTGGTAGTGTAGCTGTGTGGCTTTCCTTCCTGAAGAGTCCGTGGTTGCCCTAG 2 4 07 

I I' II M I I II || I I I I | II I I II I I I I I I 

Db 2310 -AACTCTGTGCATGTGCTGTGGAGGAGATGGGCCTCATG-GCTGTGCCTGGCTGCCCAGG 2 3 67 

Qy 2 4 08 AACCTAACACCCCCTAGCAAAACTCACAGAGCTTTCCGTTTTTTTCTTTCCTGTAAAGAA 24 67 

Ml I I I I I I I II I I I I I I I Ml 

Db 23 68 AATCAGTATAGCTGTGGAAGGAGACAGTATCCATAGACTCTGCTTTTCTGCAAGGAA-AG 242 6 

QY 24 68 ACATTTCCTTTGAACTTGATTGCCTATGGATCAAAGAAATTCAGAACAGCCTGCCTGTTC 2527 

I IN I M I I I I I I I II I I I I I I I I I I I I I I I I II I I 
Db 24 27 CCCTTTTCCTTATACATGATTGCCTATAATTCAGACAAATTTAAAATCGCTGCCTGCCTG 24 8 6 

Qy 2 52 8 CCCCGCACTTTTTACATATATTTGTTTCATTTCTGCAGATGGAAAGTTGACATGGGTGGG 2587 

II I I I I I I I II I I I I III 

Db 24 87 AGCCCTCC ACCTTTACTTTTGCATTCCTCCGGTCATATTCTTTTGAGGCTA 2537 

Qy 2588 GTGTCCCCATCCAGCGAGAGAGTTTCAAAAGCAAAACATCTCTGCAGTTTTTCCCAAGTA 2647 

II ''I I I I I I I I I I I III I I I I I I I I I I I I I I I I I 

Db 2538 AAGTGCCCTATCCGAGGAGATGGTTTCAAAGGCTAACTAATCTGCAG-CTTTCCCAAGTG 2596 

QY 2 64 8 CCCTGAGATACTTCCCAAAGCCCTTATGTTTAATCAGCGATGTATATAAGCCAGTTCACT 27 07 

I M I I I I I I I I I II I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I 

Db 2597 CCCAGAGGTATTTCTCAAAGTTGGTATGCTTAATAAGTGATGTAAATATTCCAGTTCTCT 2656 

Qy 27 08 TAGACAACTTTACCCTTCTTGTCCAATGTACAGGAAGTAGTTCTA7^AAAAAATGCATATT 27 67 

l-l I I I I I I I I I I I I I | I I I I I I I I I I I | || 

Db 2 657 TAGGCAGCCTTACTCCTGTTGTCCCTGTAGT TCTGAAAAAAAAAAAAAGTT 2707 

Qy 27 68 AATTTCTTCCCCCAAAGCCGGATTCTTAATTCTCTGCAACACTTTGAGGACATTTATGAT 2 827 

I I I I I I I I M I I I I I I I I 1 I I I I I I 1 I II Ml Ml 

Db 27 08 AATTTCTTCCACCAAAGTCTGA TAATTCCCCACCGCATCCATGGGGCTACAGTGAC 27 63 

Qy 2828 TGTCCCTCTGGGCCAATGCTTATACCCAGTGAGGATGCTGCAGTGAGGCTGTAAAGTGGC 2887 

I I I I I I I I I I I I I I I I I III I I I I I I I I I I | 

Db 2764 TGTCCCTTTGG CATACTCAATCCAGAGGTAGGAATGATTTTGAAGAAT— C 2812 

Qy 2888 CCCCTGCGGCCCTAGCCTGACCCGGAGAAAGGATGGTAGATTCTGTTAACTCTTGAAGAC 2 94 7 

I I I I I I I I I I I I II I I I I II I I I I I I I IN I I I II 

Db 2813 ATCTAGTGGCCTTGGATTGACCCAGAAACAGGAA AACTCTGGTTACTTCTGAAAGAC 2869 

Qy 294 8 TCCAGTATGAAAA-TCAGCATGCCCGCCTAGTTACCTACCGGAGAGTTATCCTGATAAAT 3006 

M M I I I I I I I I I I I I I I I I I I I I I I I I I 1 I I I I I I Ml I 
Db 2870 TCCAGCCTGAAAACTCACCATGCCAACTTAGTTACTGACCTGAGTGGGGTAGTGACCTAA 2929 

Qy 3007 TAACCTCTCACAGTTAGTGATCCTGTCCTTTTAACACCTTTTTTGTGGGGTTCTCTCTGA 3066 

I I I I I I I I I I I I I I I I I I I I I I I I Ml I I II I 

Db 2930 TTAACT-TCATGTTTAGTAGTCCTATTATCTTAACCC TTTTAAGAATACTTCCAA 2983 

Qy 30 67 CCTTTCATCGTAAAGTGCTGGGGACCTTAAGTGATTTGCCTGTAATTTTGGATGATTAAA 312 6 

N M I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I 

Db 2 984 CCTTAATCACAATGTTATGAGGAACCTTAGGTGATTTGCCTATCATTGTGGATGATTTAA 304 3 

Qy 3127 AAATGTGTATATATATTAGCTAATTAGAAATATTCTACTTCTCTGTTGTCAAACTGAAAT 318 6 

M I I I I I I I I I I I I I I I I I I I I I I I II I I II I I I I I I I I I I I 
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Db 


3044 


A 7\ z\ TATGT ATHTHP ATT A P.— A TT A P A a flTnrTPTfl 7\r i r ,r nr , 7\ r PT i r ,r pr , r'7\rn7\ Artmr-A -a -Am 
rvrLrtJ -' rtl 'JinibUjLfli i/Hjj l/ittl lAbAAAiAbl L lMLLl LAI 1 bl CCATAACTGAAAT 


3102 


Qy 


3187 


TCAGAGCAAGTTCCTGAGTGCGTGGATCTGGGTCTTAGTTCTGGTTGATTCACTCAAGAG 
1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II | 

^j\^r-urLC\^j i^i^^l \jr\^j lolul r\\jr\ 1 \^ 1 ouull 1 1 bAbbbAb 1 Ab 1 Ab 1 1 bAb 1 bb 1 lb 




Db 


3103 


oi oy 


Qv 


3247 


TTCAGTGCTCATACGTATCTGCTCATTTTGACAAAGTGCCTCATGCAACCGGGCCCTCTC 
in 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 IIMI 1 1 1 1 1 1 II 1 1 1 

^ ± ooo i ^ i i liii bbbAftAb loiAl bA 1 b 1 bbbAbbbbbb 1L 1L 


3 3 0 o 


Db 


3160 


o o i p\ 

32 10 


Ov 
^y 


3307 


TCTGCGGCAGAGTCCTTAGTGGAGGGGTTTACCTGGAACATAAGTA-GTTACCACAGAAT 
1 1 1 1 1 II 1 || IN | M | | | 1 1 1 1 1 

(^P4Af^Tf^PZPfP^f^P^Z\PZ\PT'PPPT l A C* A T P* A mmrnmmrTimmmmmpppmr , / r "PPT\ m/" 1 mm 7\ r^i\ m m m y-t -n 

v^io/\kji i^bbbbbAbAb i bbblAbAl bAl 1 1 1 1 I l.l 1 n CCC ibGGGATGT TAGCAGTTTCA 


3365 


Db 


3211 


3270 


Qv 
^ y 


3366 


ACGGAAGAGCAGGTGACTGTGCTGTGCAGCTCTCTAAATGGGAATTCTCAGGTAGGAAGC 

II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 

CAGCATAAAAGGGAGGAG ATf^TTPT^n^nncPTrrnraTTrrra sprTTPA 

^nu^ri i nnnnooonuun^ A lul 1L1 bJobjobioL. 1 LLAun 1 1 bbbA ALLL 1 L AbbAAb 1 


3425 


Db 


3271 


"3 "3 O "7 

3327 


Qy 


3426 


AACAGCTTCAGAAAGAGCTCAAAATAAATTGGAAATGTGAATCGCAGCTGTGGGTTTTAC 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II | | 
AACTTCGTG AGG A A GG A TTG AT A A PP A AT ^ P^:AT^'^ , 7AT^ , a sttpa tpa mpmp* npTrrApp 


34 85 


Db 


3328 


Q O O ~7 

3387 


Qv 


3486 


CACCGTCTGTC TCAGAGTCCCAGGACCTTGAGTGTCATTAGTTACTTTATTG 

1 1 1 1 M II 1 1 1 1 1 II 1 1 1 1 1 1 M I || Ml | 

AnPTPiTPTPTPPPPTTAPTTPaPaPTPPPPaPPTTrflPA r r PTT ir rr , rpfT'rprr7\ ppmpmr-< * 
rvvjv^ l o i ^ i u 1 ^,^b,b. 1 lAbl IbAbHblbbbLAbbl 1 LAbAb 1 1 1 ibi 1 bbbbACCTGTGAG 


3537 


Db 


3388 


34 47 


Qv 


3538 


AAGGTTTTAGACCCATAG CAGCTTTGTCTCTGTCACATCAGCAATT 

1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

GATTTrAf : lAPAPAPAPAPAPAPAPAPZ\PAPAPP2iPT r PTT 1 PTP r rfl r r7\P r PAP7\fTip7\ rm\ rrvrn 
Kjr ^- ± i i ^nun^rt^rt^nL.n^rt^rtl,rtLrtbALHbHbLAbi 1 i 1 b 1 b 1 A I Ab 1 ALA i LAbLAb I 1 


3583 


Db 


3448 


35 07 


Qv 


3584 


TCAGAACCAAAAGGGAGGCTCTCTGTAGGCACAGAGCTGCACTATCACGAGCCTTTGTTT 

1 1 1 1 1 M 1 1 1 1 II 1 I I I 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 

PPAPiAPAAAAAPPiflAPPPTATPTZlPPPPPPPPfl z\ar , r"rpr , 7\ r nrA'pr i Apr , Ar , r , r , fprTimr | rTipp 
i.tt.1 b IHbbbbbbbbAAAbb 1 bbAl bAI LAbbAbLL I 1 1G I CC 




Db 


3508 


35 67 


Ov 


3644 


TTCTCCACAAAGTATCTAACAAAACCAATGTGCAGACTGATTGGCCTGGTCATTGGTCTC 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 III II 

TTTTPIi ATA A A ArTTTT A AP A 7\ 7\ p p 7\ A T P* T P P 7\ P" 1 7\ prrp7\ mm 7\ o/^mmm/^m/^/^/^m/^/^/-^rrirri/->i 

111 l^A/^bAAAAbblblAAb-AAAbbAAlblbbAbACTCATTAGCTTTGTCCCTGGC 


37 03 


Db 


J JUO 


3626 


Ov 
«y 


3704 


CGAGAGAGGAGGTTTGCCTGTGATTTGCCTGTGATTTCCTAATTATCGCTAGGGCCAAGG 
1 1 MM Ml 1 1 1 1 1 1 1 II II 1 I | | | | 

PAATPPiAPPTPPTPPaTPTPPPPTP r r , P2\rr , 7\rrr r n r pr , r , r , A a tp- a a t\ tk r-r^ 


37 63 


Db 


3627 


3675 


Qv 


3764 


TGGGATTTGTAAAGCTTTACAATAATCATTCTGGATAGAGTCCTGGGAGGTCCTTGGCAG 

1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 
TPAPiATTTHPiAAAPPTTTAAAATAPTPflTTPPPP arapTrarrra aappt 


3oZ3 


Db 


3676 


O "7 O C 

3/2 5 


Ov 


3824 


AACTCAGTTAAATCTTTGAAGAATATTTGTAGTTATCTTAGAAGATAGCATGGGAGGTGA 
II 1 IN 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 I 

A. A A Ppp A A A A PTTTTPCr A APTA TP 1 A A T A rfT 1 A TPTifTi A T7\ 7\ 7\ 7\ m7\ 7\ omm/^A r*i\ r^r^ r^i\ 

/i/i/^^b./\b,L,/^tti-ib llll bbbAAblAl bAAI Abb 1 AI C i 1 AbAAAAI AbAC T T GAGAGGCA 


o o o o 

3883 


Db 


372 6 


3785 




^ft ft 4 

J004 


GGATTCCAAAAACATTTTATTTTTAAAATATCCTGTGTAACACTTGGCTCTTGGTACCTG 
M 1 III 1 1 1 1 1 llll 1 1 1 1 1 1 1 

A PA ATTPTA A PA AT ATP r P r P r rPP r T"T ,r PT' r PA 7\ 7\ 7\ p 7\ m m P m Pm 7\ m /-i /-< m 0 7\ a /~rn rn/~*r~*mms~>/-* 

nbAAi i b l AAbAA l A 1 b 1 1 1 bb I 111 1AAAACAI 1 C 1 b I ATCCTCAGAGCTCATGGTTGG 


3943 


Db 


^7 ft 6 


384 5 


vy 




TGGGTTAGCATCAAGTTCTCCCCAGGGTAGAATTCAATCAGAGCTCCAGTTTGCATTTGG 
1 M 1 1 1 1 M 1 1 II 1 1 1 1 1 Ml 1 I I Ml 1 1 1 1 1 1 1 III | 
TGGGTTAGCACTAGGTCCTCCCTGGGGCTGAGTCTAAGCCCAGTTCCAGGCTTCCTAAGA 


4003 


Db 


3846 


3905 


Qy 


4004 


ATGTGTAAATTACAGTAATCCCATTTCCCAAACCTAAAATCTGTTTT-TCTCATCAGACT 
1 M 1 1 1 1 1 1 1 1 1 1 1 1 llll 1 1 1 1 1 II 1 1 II III II 1 1 1 1 1 1 1 III 1 || |j 

atgtgtaaattacagaaatcacatttcccaaagctagaacctgttttatcttgttagcct 


4062 


Db 


3906 


3965 
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Qy 


4063 


CTGAGTAACTGGTTGCTGTGTCATAACTTCATAGATGCAGGAGGCTCAGGTGATCTGTTT 

1 Mill 1 lilt III I l 1 I I I I I I I i i ii mi iii ii i 
1 Mill I 1 1 1 [ 1 1 1 1 I I | I | | || 1 II 1 1 1 II 1 II 1 1 1 

CCCTGTAACCAGATGCTCTGTTGGACCTTCATAGCCGGACGTGGTTCA--AGATGTGCTC 


4122 


Db 


3966 


4023 


Qy 


4123 


GAGGAGAGCACCCTAGGCAGCCTGCAGGGAATAACATACTGGCCGTTCTGACCTGTTGCC 
1 1 1 1 1 1 1 1 II II ill ill i i i i i i i i i i i i i t it 


4182 


Db 


4024 


MM II II II II III Ml I I If 1 1 1 II 1 1 1 1 1 II 

CAGAAGCAGACCCGGGGTCACATCTCCAGGATGGCATGTTGGCTGCTCTGACCTGGCG-C 


4082 


Qy 


4183 


AGCAGATACACAGGACATGGATGAAATTCCCGTTTCCTCTAGTTTCTTCCTGTAGTACTC 

1 III II II 1 1 1 1 1 1 1 1 1 II I I I I I I I I mi i 
1 iii ii m M 1 ll II II I I I 1 1 1 1 1 1 1 III I 

TGTGGGTCCTAAGCGCAGAGACGGAATTCCTGTTGGCCCTGGTTCCCCCCTCCTCGCACC 


4242 


Db 


4083 


4142 


Qy 


4243 


CTCT TTTAGATCCTAAGTCTCT--TACAAAAGCTTTGAATACTGTGAAA 

i II 1 1 1 1 1 1 1 1 II 1 II 1 II II II 1 1 M 1 II 1 1 1 I 1 1 1 1 1 1 1 


4289 


Db 


4143 


' 11 1 1 1 1 1 1 II II 1 II 1 M II 1 1 1 1 II II 1 II 1 1 1 II 1 1 II 
CCCTGAGGACTCCACTTTATAGCCTAAGCCTTTTATACAAAAGCTTTGAATACTGTGAAG 


4202 


Qy 


4290 


ATGTTTTACATTCCATTTCATTTGTGTTGTTTTTTTAACTGCATTTTACCAGATGTTTTG 

II II II II 1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 Ml II 1 II 1 II 1 II M II 1 1 1 1 1 1 1 1 1 
I M I I I I I I I I I I I 1 II 1 1 1 II II 1 Ml 1 1 1 1 1 1 1 II 1 1 II II 1 1 1 II 1 II 1 

ATGTTTTACATTCCTTCTCATTCCTGTTG-TTTCTTAACTACATTTGACCAGATGTTTTG 


4349 


Db 


4203 


4261 


Qy 


4350 


ATGTTATCGCTTATGTTAATAGTAATTCCCGTACGTGTTCATTTTATTTTCATGCTTTTT 
1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 I 1 III 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
ATGTTATCACGTATGTTAATAGTGATTCCCAGGTGTG TTTTGTTTTCATGCTTTCC 


4409 


Db 


4262 


4317 


Qy 


4410 


CAGCCATGTATCAATATTCACTTGACTAAAATCACTCAATTAATCAATGAAAAAAAAAAA 
1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 M 1 1 1 1 II 1 
CTGCCA ATGTATTCACTTCACTAAAATCACTCGATCAATAAAAAAAAAAAAAAAA 


44 69 


Db 


4318 


4372 



< ! — EndFragment — > 
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